
Validating your RNA/Gene
Therapies with Target Sufficiency

Contact us at inotivco.com/contact to discuss how we can support your project inotivco.com

TARGET SUFFICIENCYTM

VALIDATES RNA THERAPEUTICS

TARGETED MASS SPECTROMETRY (MS):  AN ASSAY FOR ANY PROTEIN

TARGET SUFFICIENCYTM VALIDATES
GENE EDITING THERAPEUTICS

Target system
• Cell surface proteins
• RNA binding proteins
• RISC proteins
• RNases

mRNAs

ASO

RNase H

RNAi

RISC complex

selective     mRNA

Protein effects
• protein target

• Altered isoform
distribution

• Adaptive network
changes

• Phenotype
alterations

Precise protein measurements define target
system and molecular effects

Precisely quantify protein level result of any edit
Precisely quantify editing nuclease in cells and tissues

Quantitative association of dose, protein result and response

Over 175 assays already configured
Multiplexing for any combination of targets

102 – 103 fold linear range

Stable isotope labeled standards
provide specificity, precision

& reproducibility

Reference
sequence

...IYASVTALTHRS...

Mutation
or correction

...IYASVGALTHRS...

Sequence
deletion

...IYAHRS...

Insertion or
replacement

...IYASVTLSTATQPALTHRS...

Knockout/
knockdown

...xxxxxxxx...

Editing nuclease(s)

Full protein sequence Target in sample

Endogenous,
unlabeled
peptide

“light” peptide (from
protein in sample)

13C, 15N-
labeled
“heavy”
standard

Added to sample

MRIFAVFIFMTYWHLLNAFTVTVPKDLYVVEYGSNMTIECKFPVEKQLDLA
ALIVYWEMEDKNIIQFVHGEEDLKVQHSSYRQRARLLKDQLSLGNAALQIT
DVKLQDAGVYRCMISYGGADYKRITVKVNAPYNKINQRILVVDPVTSEHELT
CQAEGYPKAEVIWTSSDHQVLSGKTTTTNSKREEKLFNVTSTLRINTTTNEIF
YCTFRRLDPEENHTAELVIPELPLAHPPNERTHLVILGAILLCLGVALTFIFRLRK
GRMMDVKKCGIQDTNSKKQSDTHLEET

Optimize MS
validate

Obtain standard

VNAPYNK*Assay ready
in 4-6 weeks

Select unique
peptide
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